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para-tumor). C. IL1R2 mRNA and protein expression in different breast cancer cell lines. D. IL1R2 mRNA expression was upregulated in Her2+ and basal-like especially claudin-low breast cancer samples (**, p<0.01 vs. Luminal-A group).
E. FACS analysis results showed that BTIC population in the HCC1937 and SUM149 cell lines were higher than that in SUM159 and MDA-MB-231 cells. E. HCC1937 and SUM149 cells had a higher percentage of BTIC than SUM159 and MDA-MB-231 cells. F. Serum soluble IL1R2 protein expression was analyzed in BC patients with metastasis (n=20) or without metastasis (n=50).
Serum samples from healthy women (n=50) were used as controls. 
